Figure S1. Nucleotide and deduced amino acid sequences of AcGA2ox. Start codon is in bold and italics, stop codon is indicated by an asterisk. Gene-untranslated regions are shown in lower case, 2OG-FeII_Oxy domain is shaded by gray background, and conserved amino acid is shown in a rectangular box. Numbers on the left margins correspondingly represent nucleotide and deduced amino acid sequences.
Supplementary data Table S1
Comparison of pineapple GA2ox (AcGA2ox) with GA2oxs from five other plant species. Values indicate percentage identity, which were obtained by using ClustalW2 (http://www.ebi.ac.uk/Tools/msa/clustalw2/). See Fig. 1 
